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Monthly monitoring/collection for 6 months
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l§ Factors contributing to severe malaria
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l§ Factors contributing to severe malaria
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Parasite L RBC invasion L Severity

Kariuki S*, Marin-Menendez A* et al. Nature 585, 579-583 (2020) 21
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l§ Factors contributing to severe malaria
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What ?

* Multiple & varied ways
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* Multiple & varied ways

* It's FUN

* It helps to get FUNDS

* It should be an important part of what we do
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